In the title compound, C 26 H 18 F 4 O 2 , the dihedral angles between pairs of benzene rings linked to the same C atom are 80.55 (8) and 79.11 (7) . The crystal packing features C-HÁ Á Á interactions and shows stacking when viewed along the c axis.
Related literature
For biological applications of the benzhydryl ether unit, see: Brahmachari (2010) ; Weis et al. (2006) ; Van Der Zee & Hespe (1978) ; Nilsson et al. (1969) ; McGavack et al. (1948) ; Loew & Kaiser (1945) ; Pyo et al. (2004) . For a related structure, see: Devarajegowda et al. (2011) . 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: scan (SADABS; Sheldrick, 2007) T min = 0.770, T max = 1.000 24205 measured reflections 6598 independent reflections 4213 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.132 S = 1.03 6598 reflections 280 parameters H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg4 is the centroid of the C26-C31 ring. Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97.
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius.
Figure 2
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